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MAGNDCGALLDEELSSFFLNYLSDTQGGDSGEEQ-LCADLPELDLSQLDASDFDSATCFG 
MAWDMCSQDSVWSDIECAALVGEDQPLCPDLPELDLSELDVNDLDTDSFLG 

** * ** ******** ** * ★ * 

ELQWCPETSETEPSQYSPDDSELFQ-IDSENEA-LLAALTKTLDDIPEDDVGLAAFPELD 
GLKWCSDQSEIISNQYNNEPANIFEKIDEENEANLLAVLTETLDSLPVDEDGLPSFDALT 

* ** ** ** * ** **** *** ** *** * * ** * * 

EGDTPSCTPASPAPLSAPPSPTLER1XSPASDVDELSLLQKLLLATSSPTASSDALKDGA 
DGAVTTDNE AS P S SM PDGT PPPQEAEEPSLLKKLLLAPANTQLSYNECSGLS 

* *** * * * * *** ***** * 

TWSQTSLSS RSQRPCVKVDGTQDKKTPTL RAQSRPCTELHKHLTSVLPCPRVK 

TQNHAANHTHRIRTNPAIVKTENSWSNKAKSICQQQKPQRRPCSELLKYLTTNDDPPHTK 
* * • ** * * *** ** * ** * * 

ACSPTPHPSPRLLSKEE EEEVGEDCPSPW LTPASPQDSLAQDTASPDSAQPPl 

PTENRNSSRDKCASKKKSHTQPQSQHAQAKPTTLSLPLTPESPNDP KGSPFEN 1 

** * *** ** * ** 

EEDVRAMVQLIRYMHTYCLPQRKLPQRAPEPIPQACSSLSRQVQPRSRHPPKAFWTEFSI 
LRELLAQDILCDVSKPYRLAIPVYASLTPQSRPRPPKDSQASPAHSAMAEEVRITASPKS 
TGPRP SLRPLRLEWRDVNKPTRQK RFFnRFFFFFFFKFFFF^ 

WTKLGRKMDSSVCPVRRSRRLNPELGPWLTFTDEPLGALPSMCLDTETHNLEEDLGSLTD 
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ERRLl EESLTVELCGTAGLTPPTTPPYKPMEEDPFKPDTKLSPGQDTAPSLPSPEAL — PLTATP 64 0 

PGC-1 ERTLSVELSGTAGLTPPTTPPHKANQDNPFKASPKLKPSCKTWPPPTKRARYSECSGTQ 339 

* * *** ************ * *** ** * * * * * 

ERRLl GASHKLPKRHPERSEItLSHLQHAT — TQPVSQAGQKRPFSCSFGDHDYCQVLRPEAALQR 698 

PGC-1 G-SHST-KKGPEQSEl|YAQLSKSSGLSRGHEERKTKRPSLRLFGDHDYCQSLNSKTDILI 397 

* ** * ** *** * **★ ******** * 

ERRLl KV LRS WEP I GVHLEDLAQQGAPLPTETKAP RR — EANQNCDPTHKD SMQLRDHE 750 

PGC-1 NISQELQDSRQLDFKDASCDWQGHICSSTDSGQCYLRETLEASKQVSPCSTRK-QLQDQE 456 
* ** * ** * ** * * 

ERRLl IRASLTKHFGLLETALEGEDLASCKSPEYDTVFEDSSSS SGES-SFLLEEEEE 8 02 

PGC-1 IRAELNKHFGHPCQAVF-DDKSDKTSELRDGDFSNEQFSKLPVFINSGLAMDGLFDDSED 515 
*** * **** * * * * * * ** * * 

ERRLl EEEGGEE DDEGEDS GVSPPCSD-HCPYQ SPP SKASROLC SRSRSSSG SS 850 

PGC-1 ESDKLSYPWDGTOPYSLFDVSPSCSSFNSPCRDSVSPPKSLFSORPOR MRSRSRSFSRHR 575 

* * *** ** * *** * ***** * 

ERRLl SCS SWSPATRKN FRRESRGPCS DG 874 

PGC-1 SCSRSPYSRSRSRSPGSRSSSRSC YYYESSHYRHRTHRNSPLYVRSRSRSPYSRRPRYDS 635 
*** * ** * * ** * * * 



ERRLl TPSVRHAR KRRE KAI GEGR tfVY IRNL S S DMS SRELKKR 912 

PGC-i yeayeherlkrdeyrkehekreser^kqrerqkqkaieerr ^iyvgkirpdttrtelrdrI 695 

* * * ** *** * ** * * ** * 
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FEVFGEIVECQVLTRSKRGQKHGFITFR — CSEHAALSVRNGATLRKRNEPSFHLSYGGL 970 
FEVFGEIEECTVNLE DD-GDSYGF IT YRYTCDAF AAL — ENGYTLRRSNETDFEL YFCGR 752 
******* ** * * * **** * * *** ** *** ** * * * 



ERRLl RHFRWPRYTDYDPTSEESLPSSGKSKYEAMDFDSLLKEAQQSLH 
PGC-1 KQFFKSNYADLDTNSDDFDPASTKSKYDSLDFDSLLKEAQRSLRR 
* * * * * * * **** ********** ★* 
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